The planar structure of lydicamycin thus obtained was confirmed by high resolution FAB-MS,which revealed fragment peaks by cleavages at the a-positions of the pyrrolidine ring, secondary alcohols, and a-carbonyltetramic acid moiety, as summarized in Fig. 7 . The relative stereochemistry for the bicyclic portion substituted with the a-carbonyltetramic acid than 3Hz between 5-H and 10-H, 8-H and 9-H, and 9-H and 10-H revealed equatorial bonds for 9-H and 10-H and a cis junction for the bicyclic system, which were confirmed by NOEsas summarized in Fig. 8 . NOEs observed between 5-H and 41-H, 9-H and ll-H, 13-H and42-H, 13-H and 14-H (S 1.89), and 14-H (S 1.89) and 41-H established a pseudo-boat conformation for the cyclohexene ring in the bicyclic portion and the stereochemistries at MAR. 1991 C-4 and C-13 as shown in Fig. 8 . The relative stereochemistry thus proved gave an anti conformation between the two bulky substituents, acarbonyltetramic acid and long side chain. Similar bicyclic systems substituted with a tetronic acid moiety were reported on macrocyclic antibiotics, chlorothricin5) and kijanimicin6), which were considered to be biosynthetically related to lydicamycin, but their ring junctions were trans in both cases. Lydicamycin represents a new class of antibiotics which appears to be predominantly polyketide-derived with the aminopyrrolidine moiety presumably originating from an amino acid. Further studies on the stereochemistry and biosynthesis are in progress.
Experimental
Specific rotation was obtained with a Jasco DIP-140 spectropolarimeter at 589.6 nm and 18°C. Mass spectra were measured on a Jeol HX-110 spectrometer in the FABmode using glycerol matrix. UVspectra were recorded using a Shimadzu UV-300 spectrophotometer. NMRspectra were obtained on a Jeol JNM-GSX500spectrometer with XH NMRat 500MHzand 13C NMRat 125 MHz. Chemical shifts are given in ppmusing TMSas internal standard.
